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Cluster: 0089 mmp; resid: 0.42; r/c: 31/35

x.range

upstream meme PSSM #1; e=2.3e−08

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=700

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17
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mcrA

mcrG
mcrB mcrC
mcrD

MMP0867

proX

MMP1097
MMP1096

fwdC fwdA
ftr

fwdD

fwdG

MMP1212

MMP1211

pstB

fwdF

fwdH

MMP1213

MMP1099

MMP1210

MMP1095
MMP1243 mobB

moaA

MMP0407

MMP1652

Unanno_12

Unanno_21

Unanno_56

string
operons −200 −100 −1

ne/L−proline ABC transporter, solute−binding protein: MMP0866−0.97
transport system, permease component related protein: MMP0867−0.97

tetrahydromethanopterin formyltransferase: MMP1609−2.40
ybdopterin−guanine dinucleotide biosynthesis protein: MMP1441−2.84

Unanno_21−2.85
hypothetical protein: MMP1652−3.09
hypothetical protein: MMP1210−3.48
hypothetical protein: MMP1211−3.48

acetyl−CoA acetyltransferase: MMP1212−3.48
hypothetical protein: MMP1213−3.48

Unanno_56−3.48
Phosphate−binding protein: MMP1095−4.00

dependent transport systems inner membrane component: MMP1096−4.00
dependent transport systems inner membrane component: MMP1097−4.00

phosphate ABC transporter, ATP−binding protein: MMP1098−4.00
phosphate ABC transporter, regulatory protein: MMP1099−4.00

molybdenum cofactor biosynthesis protein A: MMP0571−4.07
Unanno_12−5.59

hypothetical protein: MMP0407−6.67
Methyl−coenzyme M reductase I, beta subunit: MMP1555−8.08

Methyl−coenzyme M reductase I, protein D: MMP1556−8.08
methyl coenzyme M reductase I, protein C: MMP1557−8.08

Methyl−coenzyme M reductase I, gamma subunit: MMP1558−8.08
Methyl−coenzyme M reductase I, alpha subunit: MMP1559−8.08

hypothetical protein: MMP1243−15.53
ntaining formylmethanofuran dehydrogenase, subunit H: MMP1244−15.53
ntaining formylmethanofuran dehydrogenase, subunit F: MMP1245−15.53
ntaining formylmethanofuran dehydrogenase, subunit G: MMP1246−15.53
ntaining formylmethanofuran dehydrogenase, subunit D: MMP1247−15.53
ntaining formylmethanofuran dehydrogenase, subunit A: MMP1248−15.53
ntaining formylmethanofuran dehydrogenase, subunit C: MMP1249−15.53

log10(P) upstream meme1 2 log10(P.clust)=−6.97; 31 seqs; 14 uniq
c(0.5, 2.5)
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