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Cluster: 0072 mmp; resid: 0.27; r/c: 37/39

x.range

upstream meme PSSM #1; e=11
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x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.7e+04

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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MMP0801MMP0800

rimK
MMP0435

MMP0781
MMP0780

mtbA
MMP0832

modB
MoeA

MMP0773

MMP1281

nfo

MMP0485MMP0071

MMP1184

MMP0767

resP
MMP0782MMP0779

MMP0778

MMP0790

codB
MMP0423

MMP0551

MMP0690

MMP1015

Unanno_53

Antisense_16

MMP0518

MMP0662

and some other nucleotide

dsbD

MMP0484

MMP1571

MMP0475

MMP0740

string
operons −200 −100 −1

molybdopterin biosynthesis moeA protein: MMP0513−0.00
Molybdenum ABC transporter, permease protein: MMP0515−0.00

hypothetical protein: MMP1571−0.00
Site−specific recombinase: MMP0766−0.00

dependent transport systems inner membrane component: MMP0551−0.06
Unanno_53−0.06

Uroporphyrinogen decarboxylase (URO−D): MMP0834−0.11
hypothetical protein: MMP0832−0.19
hypothetical protein: MMP0957−0.23
hypothetical protein: MMP0423−0.24

/archaeal histone:Histone−fold/TFIID−TAF/NF−Y domain: MMP1015−0.28
hypothetical protein: MMP0800−0.33
hypothetical protein: MMP0801−0.33
hypothetical protein: MMP0662−0.42

polyferredoxin: MMP0690−0.43
possible purine NTPase: MMP0740−0.50

GCN5−related N−acetyltransferase: MMP1281−0.76
cytosine permease: MMP0789−0.88
hypothetical protein: MMP0485−0.94

Antisense_16−1.26
hypothetical protein: MMP0773−1.68

endonuclease IV: MMP1678−1.76
hypothetical protein: MMP0518−2.16

possible sodium/proton antiporter: MMP0484−2.27
hypothetical protein: MMP0475−2.37
hypothetical protein: MMP0767−2.81
hypothetical protein: MMP0790−3.11

N−acetyltransferase related protein: MMP1184−3.41
SAM (and some other nucleotide) binding motif: MMP1339−3.60

hypothetical protein: MMP0435−3.66
tative SSU ribosomal protein S6 modification protein: MMP0436−3.66

DNA primase, small subunit: MMP0071−4.79
hypothetical protein: MMP0780−6.04
hypothetical protein: MMP0778−6.04
hypothetical protein: MMP0779−6.04
hypothetical protein: MMP0781−6.04
hypothetical protein: MMP0782−6.04

log10(P) upstream meme1 2 log10(P.clust)=−1.96; 37 seqs; 31 uniq
c(0.5, 2.5)
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