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Cluster: 0068 mmp; resid: 0.37; r/c: 25/37

x.range

upstream meme PSSM #1; e=0.094

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=35

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15
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MMP1077
MMP1076

flaJ

flaI

flaH

MMP0583MMP0582

cobA

hemC

dut

tmk

aroA
MMP1204

cbiCMMP1033
rpa

Gln

cheB

MMP0388

psmA

MMP0230

MMP0325

MMP0428

MMP0389

modD

string
operons −200 −100 −1

vanadium nitrogenase−associated related protein N: MMP0428−0.09
uroporphyrin−III C−methyltransferase: MMP0966−0.16

ferredoxin: MMP0389−0.23
ranylgeranyl bacterial chlorophyll reductase related: MMP0388−0.23

dUTP diphosphatase: MMP1075−0.95
ase hexapeptide repeat:ADP−glucose pyrophosphorylase: MMP1076−0.95

omutase/phosphomannomutase:Calcium− bin ding EF−hand: MMP1077−0.95
AzlC related protein: MMP0582−1.17
hypothetical protein: MMP0583−1.17
hypothetical protein: MMP0230−1.24

proteasome subunit alpha: MMP0251−1.48
glutamyl−tRNA(Gln) amidotransferase subunit D: MMP1266−1.66

amily M24:Xaa−Pro dipeptidase/Xaa−Pro aminopeptidase: MMP1204−1.67
3−phosphoshikimate 1−carboxyvinyltransferase: MMP1205−1.67

Porphobilinogen deaminase: MMP0872−1.79
molybdate transporter subunit: MMP0516−1.94

precorrin−8X methylmutase: MMP0330−2.14
chemotaxis protein CheB: MMP0926−4.54

glyceraldehyde−3−phosphate dehydrogenase: MMP0325−4.89
flagellar accessory protein FlaH: MMP1674−6.64

flagellar assembly protein J: MMP1676−6.64
flagella accessory protein I: MMP1675−6.64

hypothetical protein: MMP1033−8.88
replication factor A: MMP1032−8.88
Thymidylate kinase: MMP1034−8.88

log10(P) upstream meme1 2 log10(P.clust)=−3.02; 25 seqs; 17 uniq
c(0.5, 2.5)
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