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Cluster: 0065 mmp; resid: 0.34; r/c: 22/40

x.range

upstream meme PSSM #1; e=0.0046

1 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=140

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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hdrC2

hdrB2

MMP0916
cobY/cofC

MMP0643

MMP0642

MMP0254

MMP1684

MMP0991

MMP0241

MMP0765MMP0764
MMP0276

MMP0753

MMP1029

MMP1636Unanno_32

Unanno_34

Unanno_44

MMP0070

MMP0570

MMP0770

string
operons −200 −100 −1

probable ABC transporter: MMP0770−0.15
hypothetical protein: MMP0991−0.15

yadenosylcobinamide phosphate nucleotidyltransferase: MMP0915−0.17
hypothetical protein: MMP0916−0.17
hypothetical protein: MMP0276−0.31
hypothetical protein: MMP0764−0.36
hypothetical protein: MMP0570−0.87
hypothetical protein: MMP0254−1.69

heterodisulfide reductase; subunit B2: MMP1053−1.70
heterodisulfide reductase; subunit C2: MMP1054−1.70

Unanno_44−1.76
Unanno_32−2.18

ethanofruran dehydrogenase subunit C−related protein: MMP0070−2.43
hypothetical protein: MMP1684−2.44

General substrate transporter: MMP1636−2.70
hypothetical protein: MMP0753−2.78

Unanno_34−2.82
hypothetical protein: MMP0241−2.98
hypothetical protein: MMP0765−5.22
hypothetical protein: MMP0642−6.31
hypothetical protein: MMP0643−6.31
hypothetical protein: MMP1029−8.03

log10(P) upstream meme1 2 log10(P.clust)=−2.42; 22 seqs; 20 uniq
c(0.5, 2.5)
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