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Cluster: 0063 mmp; resid: 0.16; r/c: 12/37

x.range

upstream meme PSSM #1; e=51
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upstream meme PSSM #2; e=130
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rpl4lp

rpl3p
rplW

rpoB1

rpoH

rps10p

MMP0156

MMP1406

aIF−5A

Sm protein

MMP1658

Unanno_1
string
operons −200 −100 −1

translation initiation factor IF−5A: MMP0952−0.52

30S ribosomal protein S8e: MMP1658−0.67

DNA−directed RNA polymerase subunit H: MMP1360−1.15

DNA−directed RNA polymerase subunit B': MMP1362−1.15

30S ribosomal protein S10P: MMP1371−1.40

translation initiation factor Sui1: MMP1406−2.02

30S ribosomal protein S19e: MMP0156−2.33

Unanno_1−3.63

Small nuclear ribonucleoprotein (Sm protein): MMP1148−3.63

50S ribosomal protein L3P: MMP1543−4.02

50S ribosomal protein L4P: MMP1544−4.02

50S ribosomal protein L23: MMP1545−4.02

log10(P) upstream meme1 2 log10(P.clust)=−2.38; 12 seqs; 9 uniq
c(0.5, 2.5)

11
 O

ct
 1

1 
16

:1
4:

07
 it

er
=

20
00

cM
on

ke
y 

V
er

si
on

 4
.8

.8
 m

m
p


