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Cluster: 0055 mmp; resid: 0.31; r/c: 21/39

x.range

upstream meme PSSM #1; e=24

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.6e+03

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9
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moaE

MMP1234

MMP0544
MMP0543

MMP0545

MMP1236

MMP1607

gapN ffh

MMP0902

MMP0638

MMP0121
MMP0120

MMP1240

MMP1241

MMP0483

MMP0482

MMP0903

MMP0992

MMP1065

MMP1428

string
operons −200 −100 −1

Molybdopterin biosynthesis MoaE: MMP1235−0.43
hypothetical protein: MMP1234−0.43
hypothetical protein: MMP1236−0.43
hypothetical protein: MMP1065−0.82
hypothetical protein: MMP1607−1.09

Aldehyde dehydrogenase: MMP1487−1.29
hypothetical protein: MMP0120−2.12
hypothetical protein: MMP0121−2.12
hypothetical protein: MMP0992−2.33
hypothetical protein: MMP0638−2.64
hypothetical protein: MMP0902−2.83
hypothetical protein: MMP0903−2.83
hypothetical protein: MMP0543−6.36

MoaA/nifB/pqqE family: MMP0544−6.36
l region, domain I and II:MoeA C−terminal, domain IV: MMP0545−6.36

hypothetical protein: MMP0482−6.38
hypothetical protein: MMP0483−6.38
hypothetical protein: MMP1241−6.72

Sep−tRNA:Cys−tRNA synthetase: MMP1240−6.72
hypothetical protein: MMP1428−7.52

signal recognition particle protein Srp54: MMP1551−9.01
log10(P) upstream meme1 2 log10(P.clust)=−3.87; 21 seqs; 13 uniq

c(0.5, 2.5)
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