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Cluster: 0048 mmp; resid: 0.31; r/c: 21/38

x.range

upstream meme PSSM #1; e=0.0095
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cbiQ

cbiM
MMP1482

MMP0472

MMP0470

MMP1194

MMP1193
MMP0275

MMP0468MMP0467

MMP0469

MMP0471

MMP0466

MMP0533

MMP0192

MMP0502

upp

MMP0851

MMP1602

Unanno_29

Unanno_31

string
operons −200 −100 −1

hypothetical protein: MMP0466−0.01
hypothetical protein: MMP0467−0.01
hypothetical protein: MMP0468−0.01
hypothetical protein: MMP0469−0.01

MCM family related protein: MMP0470−0.01
hypothetical protein: MMP0471−0.01

Probable integrase/recombinase: MMP0472−0.01
Unanno_29−0.78

uracil phosphoribosyltransferase: MMP0680−1.50
hypothetical protein: MMP1193−2.13

face protein from Gram−positive cocci, anchor region: MMP1194−2.13
cobalt transport protein CbiM: MMP1481−2.23
cobalt transport protein CbiN: MMP1482−2.23

Cobalt transport protein Q: MMP1483−2.23
hypothetical protein: MMP0851−3.15
hypothetical protein: MMP0275−3.24
hypothetical protein: MMP0533−3.42

Unanno_31−3.66
hypothetical protein: MMP1602−4.60
hypothetical protein: MMP0192−5.02
hypothetical protein: MMP0502−5.02

log10(P) upstream meme1 2 log10(P.clust)=−1.98; 21 seqs; 12 uniq
c(0.5, 2.5)
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