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Cluster: 0047 mmp; resid: 0.27; r/c: 19/37

x.range

upstream meme PSSM #1; e=390

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
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e

upstream meme PSSM #2; e=4e+03

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7
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iorB2

iorA2

fen−1

lig

MMP1288

MMP1287

MMP1350
MMP1348

MMP1648

archaeal
MMP0291

cobS
MMP0582

MMP0415

MMP1024

MMP0681
MMP1143

MMP1117ppiB

string
operons −200 −100 −1

Xanthine/uracil permease family: MMP0681−0.04
ATP−dependent DNA ligase: MMP0970−0.05

flap endonuclease−1: MMP1313−0.10
AzlC related protein: MMP0582−0.21

shikimate kinase (archaeal): MMP0320−0.33
hypothetical protein: MMP1117−0.47

hydrogenase expression/formation protein related: MMP0291−0.49
hypothetical protein: MMP1287−0.51
hypothetical protein: MMP1288−0.51

indolepyruvate oxidoreductase subunit alpha 2: MMP0713−2.25
indolepyruvate oxidoreductase subunit B: MMP0714−2.25

MCM family related protein: MMP1024−2.42
O−sialoglycoprotein endopeptidase/protein kinase: MMP0415−3.77

hypothetical protein: MMP1648−4.17
cobalamin (5'−phosphate) synthase: MMP0938−4.76

hypothetical protein: MMP1350−5.38
hypothetical protein: MMP1348−5.38

eptidyl−prolyl cis−trans isomerase, cyclophilin type: MMP1128−5.41
TPR repeat: MMP1143−5.91

log10(P) upstream meme1 2 log10(P.clust)=−2.34; 19 seqs; 16 uniq
c(0.5, 2.5)
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