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Cluster: 0046 mmp; resid: 0.45; r/c: 31/38

x.range

upstream meme PSSM #1; e=800
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upstream meme PSSM #2; e=1.1e+03
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MMP1169
MMP1168

MMP1218MMP1217

MMP0002

MMP0001

MMP0658

MMP0656

MMP0374

rfc
psmA MMP0363

MMP0387

and some other nucleotide

uvrA
MMP0176

hemD
cbiA

modD

MMP0252

MMP0395

MMP0373

MMP0234

MMP0939MMP1390

Unanno_36

comD

fdxA

MMP1185

MMP1197

Unanno_1

string
operons −200 −100 −1

excinuclease ABC subunit A: MMP0729−0.03
SAM (and some other nucleotide) binding motif: MMP1221−0.17

nol dehydrogenase regulatory protein related protein: MMP0363−0.26
Cobyrinic acid a,c−diamide synthase: MMP1477−0.28

Uroporphyrinogen III synthase: MMP0394−0.34
hypothetical protein: MMP0395−0.34

replication factor C small subunit: MMP0427−0.36
hypothetical protein: MMP0374−0.41

molybdate transporter subunit: MMP0516−0.43
proteasome subunit alpha: MMP0251−0.55

hypothetical protein: MMP1217−0.58
hypothetical protein: MMP1218−0.58
hypothetical protein: MMP1390−0.60

MoaA/nifB/pqqE family: MMP0658−0.60
ABC transporter ATP−binding protein: MMP1168−0.62

hypothetical protein: MMP1169−0.62
transport permease protein: MMP1197−0.74

 uptake protein:Hydrogenase maturation protease HycI: MMP1185−0.81
hypothetical protein: MMP0252−0.91

Unanno_36−0.99
microsomal signal peptidase 21 KD subunit: MMP0387−1.21

hypothetical protein: MMP0939−1.59
hypothetical protein: MMP0373−1.85
hypothetical protein: MMP0001−1.88

L−seryl−tRNA selenium transferase related protein: MMP0002−1.88
hypothetical protein: MMP0656−1.94

ferredoxin: MMP1140−3.47
Sulfopyruvate decarboxylase subunit alpha: MMP0411−4.33

CDC48 cell division cycle protein family member: MMP0176−4.57
hypothetical protein: MMP0234−4.89

Unanno_7−6.83
log10(P) upstream meme1 2 log10(P.clust)=−1.44; 31 seqs; 27 uniq

c(0.5, 2.5)
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