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Cluster: 0045 mmp; resid: 0.40; r/c: 23/38

x.range

upstream meme PSSM #1; e=500

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.7e+03

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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MMP0759

MMP0758

pfkC
MMP0211

MMP0463

MMP0365
MMP0475

MMP0594

MMP1180

MMP1173

MMP0361

MMP0184

MMP0739

hdrA

MMP0845

MMP0908

MMP1529

tRNA−Met3
Unanno_38

MMP0375

MMP1020
MMP1476

MMP0828

string
operons −200 −100 −1

hypothetical protein: MMP0828−0.06
Unanno_38−0.10

hypothetical protein: MMP1476−0.13
HNH endonuclease:HNH nuclease: MMP0758−0.18

hypothetical protein: MMP0759−0.18
hypothetical protein: MMP0463−0.19

Asp/Glu racemase:Aspartate racemase: MMP0739−0.36
hypothetical protein: MMP0594−0.39
hypothetical protein: MMP0475−0.73

heterodisulfide reductase subunit A: MMP0825−0.82
hypothetical protein: MMP0184−0.86
hypothetical protein: MMP0845−0.92
hypothetical protein: MMP1173−0.98
hypothetical protein: MMP1529−1.60
hypothetical protein: MMP0361−3.44
hypothetical protein: MMP0365−3.44
hypothetical protein: MMP0211−4.25

CBS domain: MMP0908−4.55
hypothetical protein: MMP1020−4.84
hypothetical protein: MMP1180−4.90
hypothetical protein: MMP0375−6.08

ADP−specific phosphofructokinase: MMP1296−8.39
tRNA−Met: RNA_33−9.59

log10(P) upstream meme1 2 log10(P.clust)=−2.48; 23 seqs; 21 uniq
c(0.5, 2.5)
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