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Cluster: 0044 mmp; resid: 0.43; r/c: 31/40

x.range

upstream meme PSSM #1; e=0.0072

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=18
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cbiQ

cbiM
MMP1482

MMP0492

MMP0491cobN

MMP0472

MMP0470

MMP1194

MMP1193

MMP0343

MMP0275

MMP0490

MMP0468
MMP0467MMP0469

MMP0471

MMP0466

MMP0192
MMP0502

upp

MMP0735

MMP0851

MMP1602
Unanno_22

Unanno_29

Unanno_31

Unanno_48

cofH

fdhA

Unanno_15

string
operons −200 −100 −1

N6 adenine−specific DNA methyltransferase, D12 class: MMP0735−0.43
Unanno_48−0.84

hypothetical protein: MMP0851−1.04
Unanno_22−1.27

hypothetical protein: MMP0502−1.30
hypothetical protein: MMP1193−1.38

face protein from Gram−positive cocci, anchor region: MMP1194−1.38
hypothetical protein: MMP0192−1.48

cobalt transport protein CbiM: MMP1481−1.55
cobalt transport protein CbiN: MMP1482−1.55

Cobalt transport protein Q: MMP1483−1.55
Unanno_31−1.64

uracil phosphoribosyltransferase: MMP0680−1.64
hypothetical protein: MMP0490−1.78

MotA/TolQ/ExbB proton channel: MMP0491−1.78
hypothetical protein: MMP0492−1.78

formate dehydrogenase alpha subunit: MMP0138−1.85
Unanno_15−2.02

hypothetical protein: MMP0275−2.13
hypothetical protein: MMP1602−2.57
hypothetical protein: MMP0466−4.07
hypothetical protein: MMP0467−4.07
hypothetical protein: MMP0468−4.07
hypothetical protein: MMP0469−4.07

MCM family related protein: MMP0470−4.07
hypothetical protein: MMP0471−4.07

Probable integrase/recombinase: MMP0472−4.07
FO synthase subunit 2: MMP0057−5.25

hypothetical protein: MMP0343−5.92
cobaltochelatase: MMP0493−9.37

Unanno_29−9.44
log10(P) upstream meme1 2 log10(P.clust)=−2.88; 31 seqs; 20 uniq

c(0.5, 2.5)
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