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Cluster: 0038 mmp; resid: 0.47; r/c: 29/37

x.range

upstream meme PSSM #1; e=3.9e+03
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MMP0352aspB−like1
MMP1715

MMP1714
hmdII

MMP0737
MMP0736

MMP0702
MMP0701

MMP0233
MMP0243

MMP0689

MMP1130

MMP0679MMP0419

MMP1541

HMmA MMP1471

ppsA MMP0911

MMP1270

MMP0840
MMP0839

MMP0910

putP

MMP0655

MMP1103

MMP1643

Unanno_45

string
operons −200 −100 −1

Sodium/proline symporter: MMP0221−0.02
Xanthine/uracil permease family: MMP0689−0.12

hypothetical protein: MMP0233−0.23
DegT/DnrJ/EryC1/StrS aminotransferase: MMP0351−0.25

hypothetical protein: MMP1541−0.25
hypothetical protein: MMP1643−0.25

Putative oxidoreductase: MMP0352−0.25
Unanno_45−0.51

on−sulfur flavoprotein of Methanosarcina thermophila: MMP0911−0.70
hypothetical protein: MMP0910−0.70

Na+/H+ Antiporter related protein: MMP0679−0.71
hypothetical protein: MMP1103−0.92

phosphoenolpyruvate synthase: MMP1094−0.96
hexulose−6−phosphate synthase/ribonuclease regulator: MMP1270−0.96

hypothetical protein: MMP0736−1.06
L−aspartate dehydrogenase: MMP0737−1.06

hypothetical protein: MMP0839−1.06
Transcriptional regulator, TetR Family Member: MMP0840−1.06

archaeal histone A: MMP0386−1.12
hypothetical protein: MMP1714−1.12

putative GTPase: MMP1715−1.12
etrahydromethanopterin dehydrogenase−related protein: MMP1716−1.12

Sodium:neurotransmitter symporter: MMP0419−1.21
hypothetical protein: MMP0655−1.48
hypothetical protein: MMP0243−1.61
hypothetical protein: MMP0701−1.79
hypothetical protein: MMP0702−1.79
hypothetical protein: MMP1471−3.01
hypothetical protein: MMP1130−3.01

log10(P) upstream meme1 2 log10(P.clust)=−1.01; 29 seqs; 22 uniq
c(0.5, 2.5)
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