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Cluster: 0033 mmp; resid: 0.21; r/c: 17/38

x.range

upstream meme PSSM #1; e=0.32

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=260

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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MMP0306
MMP0305

cysS
MMP1059

MMP0307

MMP0304

MMP1234

MMP1387

MMP0311

MMP0693

MMP0691

MMP0600

cbiJ

MMP0903

MMP1683

Unanno_13
Unanno_39

string
operons −200 −100 −1

hypothetical protein: MMP0903−0.04

Unanno_39−0.08

hypothetical protein: MMP1683−0.10

hypothetical protein: MMP1234−0.30

cysteinyl−tRNA synthetase: MMP1060−0.55

hypothetical protein: MMP1059−3.28

Unanno_13−3.32

hypothetical protein: MMP0691−3.54

Aminoacyl−tRNA synthetase, class II: MMP0693−3.54

hypothetical protein: MMP1387−3.55

hypothetical protein: MMP0311−4.21

Precorrin−6x reductase CbiJ/CobK: MMP0599−6.22

hypothetical protein: MMP0600−6.22

N−glycosylase/DNA lyase: MMP0304−10.21

hypothetical protein: MMP0307−10.21

2−oxoacid ferredoxin oxidoreductase subunit beta: MMP0305−10.21

oxidoreductase family member subunit alpha: MMP0306−10.21

log10(P) upstream meme1 2 log10(P.clust)=−4.46; 17 seqs; 13 uniq
c(0.5, 2.5)
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