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Cluster: 0031 mmp; resid: 0.33; r/c: 31/39

x.range

upstream meme PSSM #1; e=6.9e−06

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=510

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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MMP0437
rimK

MMP0435

MMP0740

MMP0501MMP1596

HMmB

III

MMP0194

MMP0802MMP0801

MMP1172
MMP0998

MMP0475
MMP1088

MMP1110

MMP0673

MMP0495

MMP0195

MMP0474

MMP0473

MMP0779MMP0778

MMP0782

Antisense_12

Antisense_28

MMP0375

MMP0826

MMP0208

MMP0484MMP0519

string
operons −200 −100 −1

type iron(III) transport system, ATP binding protein: MMP0198−0.01
hypothetical protein: MMP1110−0.02

Glycosyl transferase, group 1: MMP1088−0.05
archaeal histone B: MMP1347−0.11

possible purine NTPase: MMP0740−0.28
hypothetical protein: MMP1596−0.31

Antisense_28−0.69
possible sodium/proton antiporter: MMP0484−0.78

hypothetical protein: MMP0475−1.06
hypothetical protein: MMP0375−1.07
hypothetical protein: MMP0437−1.27
hypothetical protein: MMP0519−1.29
hypothetical protein: MMP0473−1.48
hypothetical protein: MMP0474−1.48
hypothetical protein: MMP0501−1.83
hypothetical protein: MMP1172−1.86
hypothetical protein: MMP0998−1.89
hypothetical protein: MMP0435−1.98

tative SSU ribosomal protein S6 modification protein: MMP0436−1.98
hypothetical protein: MMP0195−2.01
hypothetical protein: MMP0495−2.02
hypothetical protein: MMP0194−2.38

TPR repeat: MMP0673−2.59
hypothetical protein: MMP0778−2.88
hypothetical protein: MMP0779−2.88
hypothetical protein: MMP0782−2.88

Antisense_12−2.89
hypothetical protein: MMP0826−2.98
hypothetical protein: MMP0801−6.80
hypothetical protein: MMP0208−7.94

Iron−containing alcohol dehydrogenase: MMP0802−8.41
log10(P) upstream meme1 2 log10(P.clust)=−2.13; 31 seqs; 27 uniq

c(0.5, 2.5)
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