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Cluster: 0030 mmp; resid: 0.30; r/c: 26/40

x.range

upstream meme PSSM #1; e=1.2e−09

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range
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upstream meme PSSM #2; e=5.8e+04

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17
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MMP0916

cobY/cofC

P−loop

MMP0754

yqiX

MMP0770

MMP1225
MMP0765

MMP0764

MMP0209
MMP0303

MMP0332

MMP0416

MMP0445

MMP0532

MMP0601

MMP0724

MMP0726

MMP0734

MMP0798
MMP0827

MMP0846

MMP0944

MMP0972Unanno_37

Unanno_58

string
operons −200 −100 −1

hypothetical protein: MMP0764−0.11
hypothetical protein: MMP0532−0.13

amino acid ABC−type transporter related protein: MMP1225−0.59
hypothetical protein: MMP0209−0.67
hypothetical protein: MMP0601−0.76
hypothetical protein: MMP0846−0.77
hypothetical protein: MMP0332−0.79
hypothetical protein: MMP0726−1.00
hypothetical protein: MMP0765−1.12
hypothetical protein: MMP0724−1.17
hypothetical protein: MMP0944−1.18

rubredoxin: MMP0303−1.19
hypothetical protein: MMP0416−1.20

Unanno_37−1.28
probable ABC transporter: MMP0770−1.41

hypothetical protein: MMP0972−1.66
hypothetical protein: MMP0798−1.73

Unanno_58−1.94
hypothetical protein: MMP0827−2.05

erial extracellular solute−binding protein, family 3: MMP1632−2.42
hypothetical protein: MMP0445−2.44
hypothetical protein: MMP0734−2.44

yadenosylcobinamide phosphate nucleotidyltransferase: MMP0915−2.47
hypothetical protein: MMP0916−2.47
hypothetical protein: MMP0754−8.02

ATP/GTP−binding site motif A (P−loop): MMP0755−8.42
log10(P) upstream meme1 2 log10(P.clust)=−1.90; 26 seqs; 25 uniq

c(0.5, 2.5)
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