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Cluster: 0023 mmp; resid: 0.32; r/c: 21/37

x.range

upstream meme PSSM #1; e=3.4e−06

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=37

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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rfcB

MMP0321MMP1019

rdxA

MMP0799

MMP0115MMP0113

MMP0563

MMP0477
MMP0476

MMP0035

MMP0069

MMP0496

MMP0528

MMP0742

MMP1224MMP1329

Unanno_39

Unanno_52

Unanno_1
type 1

string
operons −200 −100 −1

hypothetical protein: MMP0476−0.25
hypothetical protein: MMP0477−0.25
hypothetical protein: MMP0742−0.59

Unanno_39−0.69
Transcriptional regulator, TetR Family Member: MMP0799−0.88

hypothetical protein: MMP1019−1.00
hypothetical protein: MMP0321−1.20

replication factor C large subunit: MMP0322−1.20
hypothetical protein: MMP0035−1.40

l transduction systems periplasmic component−related: MMP1224−1.61
Glutamate synthase subunit−related: MMP0496−1.63

hypothetical protein: MMP0563−1.77
hypothetical protein: MMP0528−1.86
hypothetical protein: MMP0113−1.88
hypothetical protein: MMP0115−1.88

Nitroreductase family: MMP1553−3.00
Blue (type 1) copper domain: MMP0997−4.44

methyltransferase: MMP0069−7.99
Unanno_52−8.25

Unanno_7−8.38
ferredoxin: MMP1329−10.64

log10(P) upstream meme1 2 log10(P.clust)=−2.90; 21 seqs; 19 uniq
c(0.5, 2.5)
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