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Cluster: 0018 mmp; resid: 0.13; r/c: 12/38

x.range

upstream meme PSSM #1; e=18

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=190

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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string
operons −200 −100 −1

hypothetical protein: MMP0158−0.14

50S ribosomal protein L39e: MMP0159−0.14

50S ribosomal protein L14e: MMP0625−3.54

cytidylate kinase: MMP0626−3.54

50S ribosomal protein L34e: MMP0627−3.54

acidic ribosomal protein P0: MMP0259−3.98

50S ribosomal protein L1P: MMP0260−3.98

50S ribosomal protein L15e: MMP0298−3.98

dihydrodipicolinate synthase: MMP0576−4.70

30S ribosomal protein S17e: MMP0577−4.70

chorismate mutase: MMP0578−4.70

50S ribosomal protein L37e: MMP1147−5.40

log10(P) upstream meme log10(P.clust)=−3.53; 12 seqs; 6 uniq
c(0.5, 2.5)
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