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Cluster: 0016 mmp; resid: 0.26; r/c: 16/39

x.range

upstream meme PSSM #1; e=25

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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upstream meme PSSM #2; e=1.3e+03

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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Sm protein string
operons −200 −100 −1

lutamate synthase; large subunit; archaeal subunit 3: MMP0082−0.03

hypothetical protein: MMP0083−0.03

lutamate synthase; large subunit; archaeal subunit 2: MMP0081−0.03

putative translaldolase: MMP1308−0.71

S−adenosylmethionine synthetase: MMP1640−0.92

fibrillarin: MMP0597−0.97

Small nuclear ribonucleoprotein (Sm protein): MMP1148−1.06

Bifunctional dCTP deaminase/dUTP diphosphatase: MMP1426−1.18

isoleucyl−tRNA synthetase: MMP1474−1.27

LSU ribosomal protein L23E: MMP0639−1.34

30S ribosomal protein S28e: MMP0640−1.34

50S ribosomal protein L7Ae: MMP0641−1.34

aspartyl−tRNA synthetase: MMP1616−1.34

hypothetical protein: MMP1306−6.61

hypothetical protein: MMP0162−7.14

Putative arsenical pump−driving ATPase: MMP0163−7.14

log10(P) upstream meme1 2 log10(P.clust)=−2.03; 16 seqs; 11 uniq
c(0.5, 2.5)
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