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Cluster: 0014 mmp; resid: 0.35; r/c: 33/35

x.range

upstream meme PSSM #1; e=7.1

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.9e+04

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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bioB
flpA

MMP0907
MMP0905

MMP0124pyrEtrzA

MMP1350MMP1348
MMP1287

MMP0021MMP0019

MMP1648

cofH

MMP0152 MMP1499MMP1175

MMP1117

MMP1024

MMP0099

MMP1103

MMP1143

MMP0895

purP

MMP0428

MMP1048
MMP1080

MMP1089

MMP1262 MMP1438

MMP0222

MMP1521

MMP1587

string
operons −200 −100 −1

vanadium nitrogenase−associated related protein N: MMP0428−0.04
Glycosyl transferase, group 1: MMP1080−0.05

hypothetical protein: MMP0124−0.06
conserved archaeal fibrillarin homolog: MMP0125−0.06

biotin synthase: MMP0126−0.06
hypothetical protein: MMP1117−0.12
hypothetical protein: MMP1648−0.12

Cation transporter: MMP0152−0.39
hypothetical protein: MMP1287−0.69

Polysaccharide biosynthesis protein: MMP1089−0.70
hypothetical protein: MMP0222−0.74
hypothetical protein: MMP1048−0.75

General substrate transporter: MMP0099−0.81
hypothetical protein: MMP1521−0.93
hypothetical protein: MMP0019−1.10

TPR repeat: MMP1143−1.13
hypothetical protein: MMP1103−1.14
hypothetical protein: MMP1438−1.16

TPR repeat: MMP0895−1.25
FO synthase subunit 2: MMP0056−1.26

hypothetical protein: MMP1262−1.35
hypothetical protein: MMP1348−1.43
hypothetical protein: MMP1350−1.43

ta−D− ribofuranosyl 5'−monophosphate−−formate ligase: MMP1373−1.46
hypothetical protein: MMP0021−1.49
hypothetical protein: MMP1587−1.49

MCM family related protein: MMP1024−1.68
hypothetical protein: MMP0905−1.79

predicted archaeal transcriptional regulator: MMP0907−1.79
hypothetical protein: MMP1175−1.79

Orotate phosphoribosyltransferase: MMP1492−2.63
Chlorohydrolase: MMP1491−2.63

hypothetical protein: MMP1499−3.41
log10(P) upstream meme1 2 log10(P.clust)=−1.12; 33 seqs; 28 uniq

c(0.5, 2.5)
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