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Cluster: 0013 mmp; resid: 0.42; r/c: 25/38

x.range

upstream meme PSSM #1; e=9.7
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upstream meme PSSM #2; e=1.9e+04
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tpiAMMP0686

MMP0337

MMP0154
MMP0421

MMP0023

MMP0022

hjc

MMP0420

MMP1606
ssh10b_1

MMP1534

MMP1637
MMP1635

MMP0449

MMP0226

MMP0052MMP0633

MMP1016MMP1358

MMP0422

MMP1533

MMP0709MMP1058

smc1

string
operons −200 −100 −1

hypothetical protein: MMP1637−0.06
CBS domain Related protein: MMP0420−0.12

hypothetical protein: MMP0421−0.12
conserved archael hypothetical protein: MMP0422−0.12

triosephosphate isomerase: MMP0687−0.26
hypothetical protein: MMP1016−0.27

fructose−bisphosphate aldolase: MMP0686−0.28
hypothetical protein: MMP0709−0.35
hypothetical protein: MMP0052−0.45

Rubrerythrin: MMP0633−0.57
hypothetical protein: MMP0226−0.62

ferredoxin: MMP0449−1.17
Thioredoxin:Glutaredoxin:Thioredoxins/glutaredox i n: MMP1635−1.66

hypothetical protein: MMP0154−2.26
hypothetical protein: MMP1533−2.39
hypothetical protein: MMP1058−2.54

chromatin protein: MMP1613−2.74
lavoprotein:DNA/pantothenate metabolism flavoprotein: MMP1606−3.42

hypothetical protein: MMP1534−3.52
ferredoxin: MMP1358−3.80

hypothetical protein: MMP0022−4.54
hypothetical protein: MMP0023−4.54

structural maintenance of chromosome protein: MMP1397−4.58
Archaeal Holliday junction resolvase: MMP0336−4.88

hypothetical protein: MMP0337−4.88
log10(P) upstream meme1 2 log10(P.clust)=−2.01; 25 seqs; 21 uniq

c(0.5, 2.5)
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