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Cluster: 0012 mmp; resid: 0.37; r/c: 25/35

x.range

upstream meme PSSM #1; e=280

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.6e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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MMP1198
MMP1197

P

MMP0078

pyrF

MMP0079
surE

MMP0809
MMP0808

MMP1218
MMP1217

rfc

MMP0214

MMP0605

MMP1052MMP1603

hypD

MMP0902

MMP0002
argS

MMP0812

MMP0007

MMP0787

MMP1049

MMP1576

string
operons −200 −100 −1

hypothetical protein: MMP0808−0.03
phoribosylaminoimidazole carboxylase related protein: MMP0809−0.03

L−seryl−tRNA selenium transferase related protein: MMP0002−0.08
Hydrogenase expression/formation protein: MMP0289−0.14

arginyl−tRNA synthetase: MMP1026−0.21
Orotidine−5'−phosphate decarboxylase: MMP0602−0.27

hypothetical protein: MMP0605−0.27
nucleotide triphosphatase: MMP0214−0.28

hypothetical protein: MMP0812−0.31
hypothetical protein: MMP0902−0.39

Survival protein SurE: MMP1051−0.40
replication factor C small subunit: MMP0427−0.44

hypothetical protein: MMP1576−0.52
hypothetical protein: MMP1052−0.75
hypothetical protein: MMP1217−0.80
hypothetical protein: MMP1218−0.80

NAD(P)H: rubredoxin oxidoreductase (NPOR): MMP1259−3.77
Transcriptional regulator, MarR Family Member: MMP0787−4.27

ferredoxin: MMP1603−4.36
ranylgeranylglyceryl phosphate synthase−like protein: MMP0007−4.57

transport permease protein: MMP1197−5.15
sulfonate/bicarbonate ABC transporter ATPase subunit: MMP1198−5.15

ed to ehbB of Methanothermobacter thermautotrophicus: MMP1049−7.24
hypothetical protein: MMP0078−17.17

orotate phosphoribosyltransferase: MMP0079−17.17
log10(P) upstream meme1 2 log10(P.clust)=−2.98; 25 seqs; 22 uniq

c(0.5, 2.5)
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