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Cluster: 0005 mmp; resid: 0.38; r/c: 25/41

x.range

upstream meme PSSM #1; e=210
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upstream meme PSSM #2; e=5.5e+03
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MMP0492

MMP0491

fmdB

fmdE

MMP0749
MMP0748

MMP0743

MMP0114

MMP1055

MMP0673

MMP0490 MMP0674

MMP0744

MMP0747

MMP0675

MMP0745
MMP0746

MMP0750MMP0752

Antisense_24

MMP0478

MMP0552

MMP0700

MMP0960

modC

string
operons −200 −100 −1

hypothetical protein: MMP04780.00
hypothetical protein: MMP0747−0.02

MCM family related protein: MMP0748−0.02
hypothetical protein: MMP0749−0.02
hypothetical protein: MMP0750−0.02

Probable integrase/recombinase: MMP0743−0.53
hypothetical protein: MMP0744−0.53
hypothetical protein: MMP0745−0.53
hypothetical protein: MMP0746−0.53

Antisense_24−0.55
Helix−turn−helix DNA binding protein: MMP0674−0.57

hypothetical protein: MMP0675−0.57
hypothetical protein: MMP0960−0.82
hypothetical protein: MMP0752−1.17

transcriptional regulator PadR−like family: MMP0700−1.29
TPR repeat: MMP0673−1.37

hypothetical protein: MMP0114−1.65
hypothetical protein: MMP0552−3.90

ntaining formylmethanofuran dehydrogenase, subunit E: MMP0508−4.03
ntaining formylmethanofuran dehydrogenase, subunit B: MMP0511−4.03

hypothetical protein: MMP0490−4.54
MotA/TolQ/ExbB proton channel: MMP0491−4.54

hypothetical protein: MMP0492−4.54
hypothetical protein: MMP1055−6.66

if A (P−loop):ABC transporter:AAA ATPase:TOBE domain: MMP1649−7.31
log10(P) upstream meme1 2 log10(P.clust)=−1.99; 25 seqs; 15 uniq

c(0.5, 2.5)
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