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Cluster: 0004 mmp; resid: 0.53; r/c: 36/38

x.range

upstream meme PSSM #1; e=0.023
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upstream meme PSSM #2; e=1.1e+04

1 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 9

● ●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
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MMP0949
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MMP1698
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metE
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moaA
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MMP0448

MMP0525
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MMP0181

MMP0479

MMP0503

MMP1000

RNA recognition motif

tRNA−Pro2

Unanno_23

Unanno_27

Unanno_51

MMP1228

string
operons −200 −100 −1

hypothetical protein: MMP0333−0.00
hypothetical protein: MMP1000−0.01

Unanno_27−0.02
gion RNP−1 (RNA recognition motif):Adenylate cyclase: MMP1064−0.06

hypothetical protein: MMP1698−0.06
hypothetical protein: MMP0503−0.07
hypothetical protein: MMP0140−0.13

C−5 cytosine−specific DNA methylase: MMP0011−0.30
methionine synthase: MMP0401−0.38

cobalt transport system permease related protein: MMP0886−0.44
hypothetical protein: MMP0181−0.59
hypothetical protein: MMP0412−0.62

amino acid kinase related protein: MMP1645−0.74
cation transport ATPase: MMP0216−0.82

hypothetical protein: MMP1130−0.97
Phosphoribosylamine−−glycine ligase: MMP0392−0.97

hypothetical protein: MMP0479−1.01
tRNA CCA−pyrophosphorylase: MMP0949−1.27

hypothetical protein: MMP0296−1.33
hypothetical protein: MMP0525−2.03
hypothetical protein: MMP0524−2.03
hypothetical protein: MMP0105−2.06

methyltransferase related protein: MMP1307−2.41
molybdenum cofactor biosynthesis protein A: MMP0571−2.64

Unanno_51−2.70
Uroporphyrinogen decarboxylase (URO−D): MMP1150−2.77

Response regulator receiver: MMP1304−3.11
hypothetical protein: MMP1305−3.11

Sensory transduction histidine kinase: MMP1303−3.11
hypothetical protein: MMP0948−3.12

tRNA−Pro: RNA_17−3.23
nitrogenase related protein: MMP0447−3.31

hypothetical protein: MMP0448−3.31
hypothetical protein: MMP0243−3.64
hypothetical protein: MMP1228−4.03

Unanno_23−4.43
log10(P) upstream meme1 2 log10(P.clust)=−1.69; 36 seqs; 33 uniq

c(0.5, 2.5)
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