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Cluster: 0002 mmp; resid: 0.20; r/c: 15/40

x.range

upstream meme PSSM #1; e=0.00077

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.8e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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MMP0306
MMP0305

MMP1332

MMP1331

pcm

MMP0863MMP0115

Antisense_10

MMP0182

MMP0600

MMP0720

dop

exoA MMP1059

MMP1338string
operons −200 −100 −1

exonuclease III: MMP1012−0.80

2−oxoacid ferredoxin oxidoreductase subunit beta: MMP0305−1.32

oxidoreductase family member subunit alpha: MMP0306−1.32

hydroxylamine reductase: MMP0720−1.40

hypothetical protein: MMP0600−1.71

hypothetical protein: MMP1331−1.83

endent pyridine nucleotide−disulphide oxidoreductase: MMP1332−1.83

CBS domain: MMP0863−2.19

hypothetical protein: MMP0115−2.48

hypothetical protein: MMP1338−2.69

Chymotrypsin serine protease, family S1: MMP0785−2.90

hypothetical protein: MMP0182−3.23

Antisense_10−5.06

hypothetical protein: MMP1059−6.48

tein−L−isoaspartate(D−aspartate) O−methyltransferase: MMP0102−7.12

log10(P) upstream meme1 2 log10(P.clust)=−2.82; 15 seqs; 13 uniq
c(0.5, 2.5)
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