
100 200 300 400 500 600 700

−
6

−
4

−
2

0
2

4

Cluster: 0346 dvu; resid: 0.52; r/c: 26/377

x.range

upstream meme PSSM #1; e=0.18
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upstream meme PSSM #2; e=840
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● DVU2290

DVU2287hypA

cooF

DVU2963
DVU2962

DVU0265

DVU0264

DVU0262

DVU0261

DVU0260DVU0259

DVU0266

DVU2967DVU2966

DVU0263

DVU0270 atpH

DVU2960
DVU2958

DVU0267DVU0269coaBC

DVU2959
DVU2964

DVU2957

string
operons −200 −100 −1

transcriptional regulator, rrf2 protein, putative: DVU0269−1.01
sensory box histidine kinase: DVU0270−1.01

e, CooK subunit, selenocysteine−containing, putative: DVU2287−5.38
hydrogenase, CooU subunit, putative: DVU2290−5.38

hydrogenase nickel insertion protein HypA: DVU2292−5.38
iron−sulfur protein CooF: DVU2293−5.38

e decarboxylase/phosphopantothenate−−cysteine ligase: DVU3353−5.47
ATP synthase, F1 delta subunit: DVU0778−6.42

hypothetical protein: DVU2957−6.62
hypothetical protein: DVU2958−6.62
hypothetical protein: DVU2959−6.62

sigma−54 dependent transcriptional regulator: DVU2960−6.62
sensor histidine kinase: DVU2962−6.62

response regulator: DVU2963−6.62
hypothetical protein: DVU2964−6.62
response regulator: DVU2966−6.62

sensor histidine kinase/response regulator: DVU2967−6.62
response regulator: DVU0260−8.19

acidic cytochrome c3: DVU0263−8.19
ferredoxin, 4Fe−4S, putative: DVU0264−8.19

DNA−binding response regulator: DVU0259−8.19
universal stress protein family: DVU0261−8.19

hypothetical protein: DVU0262−8.19
hypothetical protein: DVU0265−8.19
hypothetical protein: DVU0266−8.19
hypothetical protein: DVU0267−8.19

log10(P) upstream meme1 2 log10(P.clust)=−6.49; 26 seqs; 6 uniq
c(0.5, 2.5)
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