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Cluster: 0342 dvu; resid: 0.59; r/c: 29/370

x.range

upstream meme PSSM #1; e=0.00071

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.54

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6
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DVU2385

DVU2384
DVU2386

DVU2387

DVU2400
DVU2399

DVU2455

galE

hdrC
DVU2068

DVU2067

DVU2398

hdrA

DVU2401
hdrB

DVU2395

DVU2394
DVU2396

DVU2405

DVU2406
DVU2397

DVU2454DVU2453

DVU0411

DVU0547

DVU2162

DVU2459
DVU2498DVU2551

string
operons −200 −100 −1

C transporter, periplasmic substrate−binding protein: DVU2384−0.01
ABC transporter, permease protein: DVU2385−0.01
ABC transporter, permease protein: DVU2386−0.01

ABC transporter, ATP−binding protein: DVU2387−0.01
hypothetical protein: DVU2162−0.06

heptosyltransferase family protein: DVU0411−0.76
HD domain protein: DVU2551−0.85

eriplasmic branched chain amino acid−binding protein: DVU0547−1.17
hypothetical protein: DVU2397−4.53
hypothetical protein: DVU2398−4.53

hydrogenase, putative: DVU2399−4.53
hydrogenase, putative: DVU2400−4.53

enase, iron−sulfur cluster−binding subunit, putative: DVU2401−4.53
heterodisulfide reductase, A subunit: DVU2402−4.53
heterodisulfide reductase, B subunit: DVU2403−4.53
heterodisulfide reductase, C subunit: DVU2404−4.53

alcohol dehydrogenase, iron−containing: DVU2405−4.53
hypothetical protein: DVU2406−4.53

GGDEF domain protein: DVU2067−4.63
HD domain protein: DVU2068−4.63

UDP−glucose 4−epimerase: DVU1360−4.89
hypothetical protein: DVU2459−5.36

pendent transcriptional regulator/response regulator: DVU2394−6.67
sensor histidine kinase: DVU2395−6.67

alcohol dehydrogenase, iron−containing: DVU2396−6.67
hypothetical protein: DVU2498−11.15
hypothetical protein: DVU2453−19.95
hypothetical protein: DVU2454−19.95

NAD−dependent epimerase/dehydratase family protein: DVU2455−19.95
log10(P) upstream meme1 2 log10(P.clust)=−5.47; 29 seqs; 13 uniq

c(0.5, 2.5)
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