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Cluster: 0341 dvu; resid: 0.48; r/c: 28/374

x.range

upstream meme PSSM #1; e=110

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.9e+04

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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DVU2992

DVU1035DVU3081

nhaC−2nhaC−1
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DVU2855
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DVU3267

DVU3325

DVUA0096

string
operons −200 −100 −1

Na+/H+ antiporter NhaC: DVU0381−0.17
hypothetical protein: DVU3110−0.22

cold shock domain protein: DVU1858−0.37
hypothetical protein: DVU0067−0.47
hypothetical protein: DVU1508−0.50

major facilitator superfamily protein: DVUA0096−0.58
hypothetical protein: DVU2874−0.63

cation ABC transporter, periplasmic binding protein: DVU0102−0.71
hypothetical protein: DVU3081−1.28
hypothetical protein: DVU3267−2.05

GDP−mannose 4,6−dehydratase: DVU0448−3.03
TRAP transporter, DctM subunit: DVU0009−3.23

hypothetical protein: DVU2277−3.45
hypothetical protein: DVU1239−3.53
hypothetical protein: DVU2283−3.58
hypothetical protein: DVU3325−3.74

carboxyl−terminal protease: DVU2336−4.00
minor capsid protein C: DVU2871−4.02

Na+/H+ antiporter NhaC: DVU3108−4.13
lysozyme, putative: DVU1128−4.15

hypothetical protein: DVU1129−4.15
hetase, putative/polysaccharide biosynthesis protein: DVU0351−4.62

glucokinase, putative: DVU1035−5.66
glycosyl transferase, group 2 family protein: DVU2992−6.52

heptosyltransferase family protein: DVU1446−6.87
response regulator: DVU1451−6.87

tail/DNA circulation protein, putative: DVU2855−7.80
hypothetical protein: DVU1810−7.85

log10(P) upstream meme1 2 log10(P.clust)=−3.36; 28 seqs; 26 uniq
c(0.5, 2.5)
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