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Cluster: 0338 dvu; resid: 0.39; r/c: 14/372

x.range

upstream meme PSSM #1; e=2.4e+03

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.8e+03
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operons −200 −100 −1

hypothetical protein: DVU1522−1.59

hypothetical protein: DVU1523−1.59

hypothetical protein: DVU1524−1.59

hypothetical protein: DVU1053−1.92

hypothetical protein: DVU1514−2.01

minor tail protein, putative: DVU1488−2.43

hypothetical protein: DVU1494−2.77

hypothetical protein: DVU1495−2.77

hypothetical protein: DVU1496−2.77

head−tail adaptor, putative: DVU1497−2.77

hypothetical protein: DVU1498−2.77

hypothetical protein: DVU1499−2.77

major capsid protein, HK97 family: DVU1500−2.77

ClpP protease family protein: DVU1501−2.77

log10(P) upstream meme1 2 log10(P.clust)=−2.38; 14 seqs; 5 uniq
c(0.5, 2.5)
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