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Cluster: 0336 dvu; resid: 0.39; r/c: 16/368

x.range

upstream meme PSSM #1; e=950
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upstream meme PSSM #2; e=660
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DVU3164

DVU1673

DVU1671DVU2375

DVU0506DVU0968

coaD
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mreC

DVU0967

lolD

DVU1935

DVU0787

DVU1776

DVU2036

string
operons −200 −100 −1

amino acid ABC transporter, ATP−binding protein: DVU0968−0.02

rter, permease protein, His/Glu/Gln/Arg/opine family: DVU0967−0.02

DHH family protein: DVU0506−0.03

pantetheine−phosphate adenylyltransferase: DVU1532−0.07

lipoprotein releasing system, ATP−binding protein: DVU2374−0.12

lipoprotein releasing system, permease protein: DVU2375−0.12

conserved hypothetical protein TIGR00247: DVU3069−1.62

ABC transporter, permease protein: DVU3164−1.73

hypothetical protein: DVU3165−1.73

hypothetical protein: DVU1776−1.78

helix−turn−helix protein, CopG family: DVU2036−5.16

phosphonate ABC transporter, permease protein: DVU1935−7.83

BC transporter, ATP−binding protein/permease protein: DVU1671−8.08

acyltransferase, putative: DVU1673−8.08

hypothetical protein: DVU0787−8.49

rod shape−determining protein MreC: DVU0788−8.49

log10(P) upstream meme1 2 log10(P.clust)=−3.34; 16 seqs; 11 uniq
c(0.5, 2.5)
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