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Cluster: 0334 dvu; resid: 0.56; r/c: 38/365

x.range

upstream meme PSSM #1; e=0.00095

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.8

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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invX
flhB

DVU1463

hemA

pabB
DVU0362

DVU1459

DVU2888DVU0103

DVU1465

DVU2280

DVU2276

mfd

DVU3072

DVU3297
DVU1081

DVU1460

DVU2908

DVU2279

DVU2844
DVU2843

DVU0124

DVU0154
DVU0194

DVU0297

DVU0446
DVU0651

DVU1036DVU1150

DVU2885

DVU2949
DVU2954

DVU2955

DVU3043

DVU3096
DVU3115

DVU3320

DVU3343

string
operons −200 −100 −1

hypothetical protein: DVU0651−0.05
hypothetical protein: DVU0362−0.10

para−aminobenzoate synthase, component I: DVU0363−0.10
type III secretion protein, HrpO family: DVUA0103−0.14

ABC transporter, permease protein, putative: DVU3072−0.14
transcription−repair coupling factor: DVU1903−0.18

alcohol dehydrogenase, iron−containing: DVU2885−0.19
hypothetical protein: DVU2276−0.20

ation ABC transporter, ATP−binding protein, putative: DVU0103−0.23
hypothetical protein: DVU3043−0.24
hypothetical protein: DVU0297−0.27
hypothetical protein: DVU3343−0.29

terminase, large subunit, putative: DVU0194−0.39
GGDEF domain protein: DVU2954−0.47

hypothetical protein: DVU2949−0.49
iron−sulfur cluster−binding protein: DVU1081−0.54

hypothetical protein: DVU0154−0.54
hypothetical protein: DVU1036−0.59

tryptophan−specific transport protein: DVU3297−0.76
hypothetical protein: DVU3115−0.82
hypothetical protein: DVU2908−0.86
hypothetical protein: DVU1150−0.98
hypothetical protein: DVU2955−0.98
hypothetical protein: DVU0124−1.31
hypothetical protein: DVU3320−1.46

obalt ABC transporter, ATP−binding protein, putative: DVU2888−1.83
hypothetical protein: DVU3096−5.02

flagellar biosynthesis protein FlhB: DVU3233−5.28
sodium/solute symporter family protein: DVU0446−5.62

DNA mismatch endonuclease Vsr, putative: DVU2843−5.63
hypothetical protein: DVU2844−5.63
hypothetical protein: DVU2279−14.47

amino acid permease family protein: DVU2280−14.47
hypothetical protein: DVU1459−15.61
hypothetical protein: DVU1460−15.61

glutamyl−tRNA reductase: DVU1461−15.61
siroheme synthase, N−terminal domain protein: DVU1463−15.61

CgeB family protein: DVU1465−15.61
log10(P) upstream meme1 2 log10(P.clust)=−3.90; 38 seqs; 33 uniq

c(0.5, 2.5)
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