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Cluster: 0330 dvu; resid: 0.58; r/c: 25/357

x.range

upstream meme PSSM #1; e=2.2e+03
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upstream meme PSSM #2; e=1.4e+03
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DVU1631

DVU1606
uvrB

DVU1630

DVU1627

DVU0528
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DVU2693
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topB

DVU3122

DVU3380

string
operons −200 −100 −1

hypothetical protein: DVU0947−0.06
hypothetical protein: DVU0711−0.14
hypothetical protein: DVU0301−0.46
hypothetical protein: DVU2693−0.79

phosphatidylglycerophosphatase: DVU0528−1.01
hypothetical protein: DVU2265−1.43

pyridine nucleotide−disulfide oxidoreductase: DVU1165−1.69
hypothetical protein: DVU1631−2.91

PTS system, IIB component: DVU1633−2.91
hypothetical protein: DVU1634−2.91

ABC transporter, ATP−binding protein: DVU1627−2.91
PTS system, IIA component: DVU1630−2.91
PTS system, IIA component: DVU1632−2.91

DNA topoisomerase III: DVU2316−3.12
hypothetical protein: DVU3343−3.45
hypothetical protein: DVU3122−3.51
hypothetical protein: DVU3380−3.58

excinuclease ABC subunit B: DVU1605−3.93
potassium uptake protein, TrkA family: DVU1606−3.93

hypothetical protein: DVU1607−3.93
transglycosylase SLT domain protein: DVU2699−4.07

dihydropteroate synthase: DVU1279−4.18
conserved hypothetical protein TIGR00159: DVU1280−4.18

Snf2 family protein: DVU2085−4.88
HDIG domain protein: DVU2058−6.22

log10(P) upstream meme1 2 log10(P.clust)=−2.88; 25 seqs; 17 uniq
c(0.5, 2.5)
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