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Cluster: 0326 dvu; resid: 0.52; r/c: 19/364

x.range

upstream meme PSSM #1; e=3.6e+03

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=5.8e+03

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17
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gltA

nadE

DVU1981

pgsA

purD

gatB

DVU2237

DVU2656

DVU0306

DVU1034

DVU1226

DVU1297

DVU1400

DVU2025

DVU2149

DVU2628

DVU2753

DVU2773

DVU2939

string −200 −100 −1
C_GCAxxG_C_C family protein: DVU2753−0.24

phosphoribosylamine−−glycine ligase: DVU0488−0.34
hypothetical protein: DVU1034−0.37
hypothetical protein: DVU2656−0.47

glutamine−dependent NAD+ synthetase: DVU1610−0.59
putative oxidoreductase: DVU2476−0.69

hypothetical protein: DVU1297−1.53
hypothetical protein: DVU2773−1.61
hypothetical protein: DVU2149−1.77
hypothetical protein: DVU0306−2.05
hypothetical protein: DVU1226−2.60
hypothetical protein: DVU2939−2.66

cobalamin biosynthesis protein CobD, putative: DVU2237−3.92
aspartyl/glutamyl−tRNA amidotransferase subunit B: DVU1885−4.35

methyl−accepting chemotaxis protein: DVU1400−4.51
hypothetical protein: DVU2025−4.74

nucleotide−binding protein: DVU1981−5.24
TPR domain protein: DVU2628−5.59

erol−−glycerol−3−phosphate 3−phosphatidyltransferase: DVU1846−5.60
log10(P) upstream meme1 2 log10(P.clust)=−2.57; 19 seqs; 19 uniq

c(0.5, 2.5)
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