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Cluster: 0323 dvu; resid: 0.49; r/c: 19/371

x.range

upstream meme PSSM #1; e=14

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
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ng
e

upstream meme PSSM #2; e=19

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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DVU1618

recA alaS
DVU1617
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paaK−2

secD
DVU2586

DVU3065

DVU1220

DVU1616

DVU1620

DVU0064
DVU1293

DVU2890 string
operons −200 −100 −1

hypothetical protein: DVU0064−0.10
nitroreductase family protein: DVU1220−0.21

hypothetical protein: DVU1293−0.39
uracil phosphoribosyltransferase: DVU1025−2.59

acyl carrier protein: DVU1205−2.92
3−oxoacyl−(acyl−carrier−protein) reductase: DVU1206−2.92

acyl−CoA synthetase: DVU3065−4.18
valyl−tRNA synthetase: DVU0732−5.66

putative ABC transporter ATP−binding protein: DVU2586−6.37
alanyl−tRNA synthetase: DVU1089−6.66

recombinase A: DVU1090−6.66
hypothetical protein: DVU2890−7.12

preprotein translocase subunit SecD: DVU1819−7.72
phenylacetate−coenzyme A ligase: DVU1615−10.23

hypothetical protein: DVU1616−10.23
nitroreductase family protein: DVU1617−10.23

iojap−related protein: DVU1618−10.23
phosphoglyceromutase: DVU1619−10.23

hypothetical protein: DVU1620−10.23
log10(P) upstream meme1 2 log10(P.clust)=−6.05; 19 seqs; 13 uniq

c(0.5, 2.5)
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