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Cluster: 0322 dvu; resid: 0.52; r/c: 18/373

x.range

upstream meme PSSM #1; e=130

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.4e+04

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU1560DVU1551

DVU1550

DVU1556
DVU1558

DVU1553

DVU0457

DVU1104

DVU1103

DVUA0151

DVU1131

DVU1127

DVU1555
DVU1557

DVU1562

DVU1970

DVU2596

DVU2698

string
operons −200 −100 −1

baseplate assembly protein, putative: DVU1103−0.00

baseplate assembly protein, putative: DVU1104−0.00

hypothetical protein: DVU1127−0.03

hypothetical protein: DVU1131−0.03

hypothetical protein: DVU2596−0.04

EAL domain protein: DVU0457−1.02

lipoprotein, putative: DVU2698−1.61

HAMP domain protein: DVU1562−3.04

phosphoglycerate mutase family protein: DVU1550−7.58

HD domain protein: DVU1551−7.58

AMP−binding protein: DVU1553−7.58

hypothetical protein: DVU1555−7.58

hypothetical protein: DVU1556−7.58

hypothetical protein: DVU1557−7.58

ch domain/iron−sulfur cluster−binding domain protein: DVU1558−7.58

molybdopterin biosynthesis protein, putative: DVU1560−7.58

response regulator: DVU1970−11.71

DNA−binding protein, putative: DVUA0151−12.09

log10(P) upstream meme1 2 log10(P.clust)=−5.01; 18 seqs; 9 uniq
c(0.5, 2.5)
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