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Cluster: 0321 dvu; resid: 0.54; r/c: 32/367

x.range

upstream meme PSSM #1; e=0.12

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.9e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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glpKDVU3133

DVU3248DVU3247

DVU0331

DVU0330

cheW−1

DVU0591

DVU3246

DVU2121

DVU2117

DVU3131

DVU2281

DVU3107

DVU2127

DVU0700

DVU3062
DVU2679

glmS
sodB

DVU3144DVU3143

DVU2118
DVU2123

DVU2124
DVU2119

hynA−2

DVU2524

DVU2126

DVU1474

DVU1991
DVU2626 string

operons −200 −100 −1
plasmic [NiFe] hydrogenase, large subunit, isozyme 2: DVU2526−0.20

hypothetical protein: DVU1474−0.29
cytochrome c3, putative: DVU2524−0.36

superoxide dismutase, Fe: DVU2410−0.39
hypothetical protein: DVU1991−0.41

−fructose−6−phosphate aminotransferase (isomerizing): DVU3156−0.65
sensor histidine kinase/response regulator: DVU3062−1.11

iron−sulfur cluster−binding protein: DVU3143−1.33
cytochrome c family protein: DVU3144−1.33
cytochrome c family protein: DVU3107−2.60

response regulator: DVU0330−2.94
sensory box histidine kinase, putative: DVU0331−2.94
methyl−accepting chemotaxis protein: DVU0591−3.22

chemotaxis protein CheW: DVU0592−3.22
methyl−accepting chemotaxis protein: DVU0700−3.92

hypothetical protein: DVU2123−4.99
hypothetical protein: DVU2124−4.99
hypothetical protein: DVU2126−4.99

von Willebrand factor type A domain protein: DVU2127−4.99
D efflux system, outer membrane protein, NodT family: DVU3246−5.58

efflux transporter, RND family, MFP subunit: DVU3247−5.58
AcrB/AcrD/AcrF family protein: DVU3248−5.58

hypothetical protein: DVU2117−5.85
hypothetical protein: DVU2118−5.85

type II/III secretion system protein: DVU2119−5.85
response regulator: DVU2121−5.85

transcriptional regulator, putative: DVU3131−5.90
glycerol uptake facilitator protein: DVU3133−5.90

glycerol kinase: DVU3134−5.90
hypothetical protein: DVU2626−6.39

sensory box histidine kinase/response regulator: DVU2679−6.60
sensor histidine kinase/response regulator: DVU2281−7.29

log10(P) upstream meme1 2 log10(P.clust)=−3.84; 32 seqs; 19 uniq
c(0.5, 2.5)
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