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Cluster: 0318 dvu; resid: 0.56; r/c: 26/364

x.range

upstream meme PSSM #1; e=340

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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upstream meme PSSM #2; e=1e+04
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DVU1447DVU1446
DVU1448

DVU1686
DVU1685

DVU1451

DVU1450dtdfadDrelA

gcvT

DVU0954

DVU0941

mreB−2

DVU2238

DVU0875

proC

DVU1449

DVU2576

DVU1687
DVU1683

DVU1844
DVU0112

DVU0721
pgm

DVU2674 string
operons −200 −100 −1

GTP pyrophosphokinase: DVU2083−0.20
drogenase and fumarate reductase iron−sulfur protein: DVU2674−0.44

phosphoglucomutase: DVU1428−0.59
pyrroline−5−carboxylate reductase: DVU2332−0.74

oligopeptide ABC transporter, ATP−binding protein: DVU2576−0.90
septum formation initiator family protein: DVU1844−0.95

peptidase, M16 family: DVU0941−1.08
fumarylacetoacetate hydrolase family protein: DVU0875−1.27

organic solvent tolerance protein, putative: DVU0954−1.35
sensory box histidine kinase: DVU0721−2.45

RNA methyltransferase, TrmH family: DVU2238−2.64
deoxyribodipyrimidine photolyase, putative: DVU0112−3.70

heptosyltransferase family protein: DVU1446−4.03
response regulator: DVU1451−4.03

CgeB family protein: DVU1447−4.03
hypothetical protein: DVU1448−4.03

anti−anti−sigma factor, putative: DVU1449−4.03
anti−sigma factor, putative: DVU1450−4.03

D−tyrosyl−tRNA deacylase: DVU1452−4.03
long−chain−fatty−acid−−CoA ligase: DVU1453−4.03

rod shape−determining protein MreB: DVU1681−6.00
glycine cleavage system T protein: DVU1684−6.00

conserved hypothetical protein TIGR00046: DVU1685−6.00
recombination factor protein RarA: DVU1686−6.00

hypothetical protein: DVU1683−6.00
glycosyl transferase, group 2 family protein: DVU1687−6.00

log10(P) upstream meme1 2 log10(P.clust)=−3.25; 26 seqs; 15 uniq
c(0.5, 2.5)
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