Cluster: 0318 dvu; resid: 0.56; r/c: 26/364

=1699

11 Mar 02 17:37:51 iter
cMonkey Version 4.8.2 dvu

|
T T T T T T T
100 200 300 400 500 600 700
upstream meme PSSM #1; e=340 upstream meme PSSM #2; e=1e+04
[ | [ | log10(P) upstream meme log10(P.clust)=—3.25; 26 segs; 15 unig
—6.00 —gtycosyhkifansierase,group2-famity proteift IDNINNEED
[ ] -6.00 —————— =™ = hypotheticatproteifr NS
-6.00 mfecombination factor protein-RarA* DVU1686
-6.00 conserve® hypothetical protein TIGR00046* DVU1685
-6.00 =0lyeine cleavage system T proteifit DVU1684
-6.00 rodShapé—determiningprotein-MreB:'DVU1681
-4.03 —=——long—chain—fatty—&cid—CoAligase: (ININIEES
-4.03 —-—B—tyresyMNﬁrdeaeylﬂse (DvU1452
_403 L] oulu a.yiﬂf&ﬁfﬁf—pﬂm—
A -4.03 —mr————anti—anti—sigfa-factor,-putative: IDVISI4ZA9
& AT & T -4.03 —m———————————hypGthetical-pr
o = -4.03 —um CgeB family pro&eln DvuU1447
t2s4as 6T t3s e ~4.03 — = résponse regulator: DVAJTAST
-4.03 —=——heptosyltransfera@Se-family-protein: IDVISIAZS6
bvuor2l -3.70 ———deoxyribodipyfimidine-photolyase, putative:(DVU0112
-2.64 ——  =RNA-methyltransfef@se,TFrmH-family: IDVS2288
—————sensory-boxhistidine kinase:
organic SBivent tolerance protein, putative:(DVU0954
:(DVU0875

family: IDVI0941
septum-formation-iffitiator famlly proteln Dvu1844

ctase: IDVIB2882
phosphoglucemutase:(DVU1428
DVU0112 . rotein: IDNVISRGTD
DVU1844 -0.20 GTPpyrophosphokinase: IBVI2088

DVUROTEZ Spatns -200 ~100 -1




