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Cluster: 0316 dvu; resid: 0.61; r/c: 25/364

x.range

upstream meme PSSM #1; e=0.022

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=450

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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DVU0059
DVU0058

DVU2889

DVU2888

DVU0057

DVU2320DVU2319

DVU0127

rnr

DVU3203

DVU2148

DVU3166
DVU3074

DVU3075 DVU0176

DVU1895

DVU2080

DVU2321

DVU2610

DVU2821

DVU2877

DVU2899

DVU3091

DVUA0059

DVUA0144
string
operons −200 −100 −1

hypothetical protein: DVU2899−0.44
hypothetical protein: DVU2877−0.46
hypothetical protein: DVU2821−0.56
hypothetical protein: DVU2610−0.61

ophosphoryl diester phosphodiesterase family protein: DVU0176−0.65
hypothetical protein: DVUA0059−0.83

DNA polymerase III, delta prime subunit, putative: DVU3203−1.00
major facilitator superfamily protein: DVU1895−1.31

CBS/transporter associated domain protein: DVU2148−1.65
ribonuclease R: DVU2467−2.06

hypothetical protein: DVU2080−2.96
hypothetical protein: DVUA0144−3.92

hypothetical protein: DVU0127−4.69
obalt ABC transporter, ATP−binding protein, putative: DVU2888−4.80

BioY family protein: DVU2889−4.80
transcriptional regulator, TetR family: DVU0057−4.90

efflux transporter, RND family, MFP subunit: DVU0058−4.90
AcrB/AcrD/AcrF family protein: DVU0059−4.90

hypothetical protein: DVU2321−5.13
hypothetical protein: DVU3091−5.27

alanyl−tRNA synthetase family protein, putative: DVU3166−5.30
transcriptional regulator domain protein: DVU2319−5.88

renyl−4−hydroxybenzoate carboxy−lyase family protein: DVU2320−5.88
hypothetical protein: DVU3074−13.01
hypothetical protein: DVU3075−13.01

log10(P) upstream meme1 2 log10(P.clust)=−3.96; 25 seqs; 21 uniq
c(0.5, 2.5)
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