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Cluster: 0314 dvu; resid: 0.51; r/c: 29/372

x.range

upstream meme PSSM #1; e=0.034

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.3

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU0220

DVU0219

DVU2852
DVU2850

DVU0217

DVU0213

DVU2856

DVU2733

DVU0189

DVU0216
DVU0218

DVU2849

DVU2848

DVU0214

DVU0221
DVU1486

DVU2853
DVU2851

DVU2855

DVU0235DVU0234

DVU1484

DVU1483

DVU0020

DVU0195

DVU2457

DVUA0001

DVUA0022

DVUA0033 string
operons −200 −100 −1

adenine specific DNA methyltransferase, putative: DVU2733−0.00
phage/plasmid primase, P4 family: DVU0189−0.21

hypothetical protein: DVU2457−0.23
hypothetical protein: DVU0234−0.97
hypothetical protein: DVU0235−0.97

ABC transporter, ATP−binding protein: DVUA0022−2.94
tail/DNA circulation protein, putative: DVU0214−3.46

phage baseplate assembly protein V, putative: DVU0216−3.46
tail protein, putative: DVU0217−3.46
tail protein, putative: DVU0218−3.46
tail protein, putative: DVU0219−3.46

hypothetical protein: DVUA0001−3.57
hypothetical protein: DVUA0033−3.67

hypothetical protein: DVU0195−3.81
tail fiber protein, putative: DVU0220−5.97

tail fiber assembly protein, putative: DVU0221−5.97
tail fiber assembly protein, putative: DVU2848−5.97

tail fiber protein, putative: DVU2849−5.97
tail fiber assembly protein, putative: DVU1483−7.14

hypothetical protein: DVU1484−7.14
tail fiber protein, truncation: DVU1486−7.14

hypothetical protein: DVU0020−7.20
tail/DNA circulation protein, putative: DVU2855−10.68

tail protein, putative: DVU2850−10.68
tail protein, putative: DVU2851−10.68
tail protein, putative: DVU2852−10.68

phage baseplate assembly protein V, putative: DVU2853−10.68
hypothetical protein: DVU2856−10.68
hypothetical protein: DVU0213−10.96

log10(P) upstream meme1 2 log10(P.clust)=−5.56; 29 seqs; 15 uniq
c(0.5, 2.5)
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