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Cluster: 0311 dvu; resid: 0.53; r/c: 32/368
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DVU2317

cheA−2

DVU0173
DVU0172

DVU2806
DVU2805

DVU2807

DVU0750

bioD

DVU2563

DVU1169

DVU0622

DVU0109

DVU3291
DVU3290 DVU2561DVU2560

DVU2294

DVU2802

DVU3284DVU2110

DVU1168

DVU2562

DVU2803

DVU0030

DVU0108

DVU0186

DVU1445

DVU2195

lysA−2

DVU3312

DVU3372
string
operons −200 −100 −1

femAB family protein: DVU2294−0.12
diaminopimelate decarboxylase: DVU2566−0.21

hypothetical protein: DVU2803−0.22
hypothetical protein: DVU3312−0.22

transcriptional regulator, GntR family: DVU2802−0.29
beta−ketoacyl synthase, putative: DVU2563−0.39

chemotaxis protein CheA: DVU1960−0.41
methyl−accepting chemotaxis protein, putative: DVU2317−1.12

dethiobiotin synthetase: DVU2565−1.32
hypothetical protein: DVU2195−1.39
hypothetical protein: DVU3290−1.66

thase, iron−sulfur cluster−binding subunit, putative: DVU3291−1.66
iron−sulfur cluster−binding protein: DVU0172−1.67

thiosulfate reductase, putative: DVU0173−1.67
cobalamin synthesis protein/P47K family: DVU2805−1.67

MotA/TolQ/ExbB proton channel family protein: DVU2806−1.67
biopolymer transport protein, ExbD/TolR family: DVU2807−1.67

hypothetical protein: DVU3372−1.68
hypothetical protein: DVU0108−1.82

methyl−accepting chemotaxis protein: DVU0750−1.86
hypothetical protein: DVU2560−2.08

eductase, short chain dehydrogenase/reductase family: DVU2561−2.08
acyl carrier protein, putative: DVU2562−2.08

methyl−accepting chemotaxis protein: DVU1169−2.24
L−lactate permease: DVU3284−2.39

transcriptional regulator, GntR family: DVU0030−2.73
L−lactate permease: DVU2110−2.90

sensor histidine kinase: DVU0109−3.07
hypothetical protein: DVU1168−3.14
hypothetical protein: DVU0186−3.15

flagellar hook−length control domain protein: DVU1445−4.14
sensor histidine kinase/response regulator: DVU0622−4.98

log10(P) upstream meme1 2 log10(P.clust)=−1.80; 32 seqs; 26 uniq
c(0.5, 2.5)
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