
100 200 300 400 500 600 700

−
4

−
2

0
2

4

Cluster: 0307 dvu; resid: 0.51; r/c: 6/361

x.range

upstream meme PSSM #1; e=980

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13

x.range
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upstream meme PSSM #2; e=790

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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DVU2085
DVU0922

DVU0996

DVU2046

dsvC

DVU3264

−200 −100 −1

fumarate hydratase: DVU3264−0.24

cytochrome c family protein: DVU0922−0.58

dissimilatory sulfite reductase, gamma subunit: DVU2776−2.28

Snf2 family protein: DVU2085−2.88

hypothetical protein: DVU0996−3.09

hypothetical protein: DVU2046−3.72

log10(P) upstream meme1 2 log10(P.clust)=−2.13; 6 seqs; 6 uniq
c(0.5, 2.5)
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