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Cluster: 0305 dvu; resid: 0.59; r/c: 24/369

x.range

upstream meme PSSM #1; e=0.028
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upstream meme PSSM #2; e=730
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DVU0380
trxB−1

DVU0374

DVU3241priA

fdnG−3

DVU2811
DVU2810 DVU0379

DVU0373

DVU1104 DVU0376

DVU1158
DVU1157

DVU2809

DVU3391

DVU3390

DVU0617

DVU1216

DVU2440

trpF−2

DVU2642

mviN−2

DVU3160

string
operons −200 −100 −1

hypothetical protein: DVU3160−0.09
alanyl−tRNA synthetase family protein, putative: DVU2642−0.38

integral membrane protein MviN: DVU3063−0.74
hypothetical protein: DVU2440−0.95

N−(5'−phosphoribosyl)anthranilate isomerase: DVU2492−1.74
primosomal protein n': DVU1284−2.57

hypothetical protein: DVU0617−2.63
baseplate assembly protein, putative: DVU1104−3.08

hypothetical protein: DVU3241−3.39
CoA−binding domain protein: DVU0373−3.53

 ferredoxin/flavodoxin oxidoreductase family protein: DVU0374−3.53
cytochrome c3: DVU2809−3.62

rmate dehydrogenase formation protein FdhE, putative: DVU2810−3.62
formate dehydrogenase, beta subunit, putative: DVU2811−3.62

ydrogenase, alpha subunit, selenocysteine−containing: DVU2812−3.62
hypothetical protein: DVU3390−3.75
hypothetical protein: DVU0376−4.44

thioredoxin reductase: DVU0377−4.44
transcriptional regulator, putative: DVU0379−4.44

sulfatase, putative: DVU0380−4.44
hypothetical protein: DVU1216−4.81
hypothetical protein: DVU3391−7.18

sensory box histidine kinase: DVU1157−9.07
hypothetical protein: DVU1158−9.07

log10(P) upstream meme1 2 log10(P.clust)=−3.70; 24 seqs; 17 uniq
c(0.5, 2.5)
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