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Cluster: 0296 dvu; resid: 0.58; r/c: 28/366

x.range

upstream meme PSSM #1; e=190

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.5e+03

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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DVU0262
DVU0261DVU0266

DVU0265

xth

DVU1000

pgk

acpS

DVU1993

DVU2245DVU2240

DVU0961

acs

DVU0766

DVU0806

DVU0805

DVU0935

DVU0934

DVU2431

DVU2430

DVU0005

DVU0229

pomA

DVU0697

DVU0720

DVU1227

DVU1413

DVU1800

string
operons −200 −100 −1

hypothetical protein: DVU1413−0.00
hypothetical protein: DVU0934−0.08

peptidase, M24 family: DVU1000−0.21
hydantoinase/oxoprolinase family protein: DVU2240−0.41

hypothetical protein: DVU1800−0.65
exodeoxyribonuclease III: DVU3259−0.87

HAMP domain protein: DVU0720−1.00
hypothetical protein: DVU0229−1.12

mutT/nudix family protein: DVU2245−1.53
chemotaxis protein PomA: DVU0640−1.58

lipoprotein, putative: DVU0005−1.67
methyl−accepting chemotaxis protein: DVU0935−1.69

transporter, putative: DVU0766−1.95
cation−transporting ATPase, E1−E2 family: DVU1993−2.40

te guanylyltransferase/mannose−6−phosphate isomerase: DVU0697−2.61
hypothetical protein: DVU0805−4.08

chemotaxis protein CheY, putative: DVU0806−4.08
holo−(acyl−carrier−protein) synthase: DVU1909−4.33

acetyl−CoA synthetase: DVU0748−4.50
hypothetical protein: DVU1227−4.75
hypothetical protein: DVU0961−5.08
hypothetical protein: DVU2431−5.55

phosphoglycerate kinase: DVU2529−6.20
RNA−binding protein: DVU2430−6.24

universal stress protein family: DVU0261−8.75
hypothetical protein: DVU0262−8.75
hypothetical protein: DVU0265−8.75
hypothetical protein: DVU0266−8.75

log10(P) upstream meme1 2 log10(P.clust)=−3.49; 28 seqs; 24 uniq
c(0.5, 2.5)
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