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Cluster: 0294 dvu; resid: 0.56; r/c: 19/364

x.range

upstream meme PSSM #1; e=0.99

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=5.4

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU1583
DVU1580

hpt
DVU1586

DVU1585

DVU3100
rodA

DVU1589

hydB

hydA

DVU2026

DVU2024

DVU1581

DVU1214

DVU1281

DVU1866

DVU1978

DVU2031

DVU2037

string
operons −200 −100 −1

e−mannose−protein mannosyltransferase family protein: DVU1214−0.17
hypothetical protein: DVU1866−0.30

biopolymer transport protein, ExbD/TolR family: DVU3100−1.10
Na+/H+ antiporter family protein: DVU1978−1.15

cobS protein, putative: DVU2037−1.84
hypothetical protein: DVU2031−1.89
hypothetical protein: DVU1281−2.94
hypothetical protein: DVU2024−3.54
hypothetical protein: DVU2026−3.54

periplasmic [Fe] hydrogenase, large subunit: DVU1769−5.20
periplasmic [Fe] hydrogenase, small subunit: DVU1770−5.20

ribose 5−phosphate isomerase, putative: DVU1580−9.57
hypothetical protein: DVU1581−9.57
TPR domain protein: DVU1583−9.57

min B12−dependent methionine synthase family protein: DVU1585−9.57
thioredoxin family protein: DVU1586−9.57

hypoxanthine phosphoribosyltransferase: DVU1588−9.57
hypothetical protein: DVU1589−9.57

rod shape−determining protein RodA: DVU0785−10.69
log10(P) upstream meme1 2 log10(P.clust)=−5.50; 19 seqs; 12 uniq

c(0.5, 2.5)
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