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Cluster: 0293 dvu; resid: 0.38; r/c: 13/377

x.range

upstream meme PSSM #1; e=360
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upstream meme PSSM #2; e=2.4e+03

1 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 11
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DVUA0008

nifB

nifA−2

DVU1721

DVU1720

DVU1725

DVU1719

DVU1723
DVU1718

DVU1717

DVU1715
DVU2597

DVU2789 string
operons −200 −100 −1

Gpr1/Fun34/YaaH family protein: DVU2789−4.49

hypothetical protein: DVU1721−4.97

hypothetical protein: DVU1715−4.97

hypothetical protein: DVU1717−4.97

hypothetical protein: DVU1718−4.97

hypothetical protein: DVU1719−4.97

hypothetical protein: DVU1720−4.97

hypothetical protein: DVU1723−4.97

hypothetical protein: DVU1725−4.97

nitrogenase cofactor biosynthesis protein NifB: DVUA0007−5.15

m−iron cofactor biosynthesis protein NifN, putative: DVUA0008−5.15

hypothetical protein: DVU2597−5.85

Nif−specific regulatory protein: DVUA0143−6.15

log10(P) upstream meme1 2 log10(P.clust)=−5.12; 13 seqs; 5 uniq
c(0.5, 2.5)
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