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Cluster: 0292 dvu; resid: 0.56; r/c: 25/369

x.range

upstream meme PSSM #1; e=0.16

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=5.9

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17

●
●

●

● ●

●

●
●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

DVU1625kdsA

thrS

infC pyrG

DVU0341

pheS rpe

DVU1531ribAB

DVU2226

DVU1586

rplX

DVU1911

dvsB

dsvA

DVU0753
DVU0751

DVU0752

DVU3178

DVU3176

DVU0398

DVU0404

DVU0400
DVU1866

string
operons −200 −100 −1

−butanone 4−phosphate synthase/GTP cyclohydrolase II: DVU1199−0.06
acetyl−CoA carboxylase, biotin carboxylase, putative: DVU2226−0.33

thioredoxin family protein: DVU1586−0.48
methyltransferase, putative: DVU1531−0.64
HMGL−like domain protein: DVU0398−0.68

hypothetical protein: DVU3178−0.90
hypothetical protein: DVU1866−3.20

UDP−glucose/GDP−mannose dehydrogenase family protein: DVU3176−3.97
CBS domain protein: DVU1911−4.67

CTP synthetase: DVU1623−4.79
2−dehydro−3−deoxyphosphooctonate aldolase: DVU1624−4.79

phosphatase, YrbI family: DVU1625−4.79
ribulose−phosphate 3−epimerase: DVU2531−5.50

phenylalanyl−tRNA synthetase, alpha subunit: DVU2534−5.50
translation initiation factor IF−3: DVU2537−5.50

threonyl−tRNA synthetase: DVU2538−5.50
3−deoxy−manno−octulosonate cytidylyltransferase: DVU0341−5.70

50S ribosomal protein L24: DVU1314−5.98
rter, permease protein, His/Glu/Gln/Arg/opine family: DVU0751−9.69

ino acid ABC transporter, amino acid−binding protein: DVU0752−9.69
amino acid ABC transporter, ATP−binding protein: DVU0753−9.69

dissimilatory sulfite reductase alpha subunit: DVU0402−15.89
dissimilatory sulfite reductase beta subunit: DVU0403−15.89

dissimilatory sulfite reductase B: DVU0404−15.89
hypothetical protein: DVU0400−15.89

log10(P) upstream meme1 2 log10(P.clust)=−6.22; 25 seqs; 16 uniq
c(0.5, 2.5)
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