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Cluster: 0285 dvu; resid: 0.56; r/c: 24/364

x.range

upstream meme PSSM #1; e=0.057
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upstream meme PSSM #2; e=97

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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DVU2963DVU2962

DVU2967DVU2966

DVU2956DVU2960

DVU2958

DVU2635DVU2633

DVU2959
DVU2964DVU2961

DVU2957

DVU2965

DVU0037

DVU0129

DVU0278DVU0541
DVU0583

DVU0944

DVU1902

DVU2516

DVU2970

DVU3295

string
operons −200 −100 −1

acetyltransferase, GNAT family: DVU2970−0.04
hypothetical protein: DVU1902−0.08
hypothetical protein: DVU0037−0.30

glycosyl transferase, group 1 family protein: DVU2635−0.70
transcriptional regulator, putative: DVU2633−1.05

hypothetical protein: DVU0944−1.33
hemolysin III: DVU3295−1.38

sensory box/HDIG domain protein: DVU0129−1.51
glyoxalase family protein: DVU0278−1.81

lipoprotein, putative: DVU0583−4.47
lipoprotein, putative: DVU0541−4.94

CBS domain protein: DVU2516−5.86
hypothetical protein: DVU2957−16.56
hypothetical protein: DVU2958−16.56
hypothetical protein: DVU2959−16.56

sigma−54 dependent transcriptional regulator: DVU2960−16.56
hypothetical protein: DVU2961−16.56

sensor histidine kinase: DVU2962−16.56
response regulator: DVU2963−16.56
hypothetical protein: DVU2964−16.56
response regulator: DVU2966−16.56

sensor histidine kinase/response regulator: DVU2967−16.56
sigma−54 dependent transcriptional regulator: DVU2956−16.56

hypothetical protein: DVU2965−16.56
log10(P) upstream meme1 2 log10(P.clust)=−9.26; 24 seqs; 14 uniq

c(0.5, 2.5)
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