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Cluster: 0281 dvu; resid: 0.49; r/c: 20/368

x.range

upstream meme PSSM #1; e=7.1
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upstream meme PSSM #2; e=2.8e+04
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DNA−binding response regulator LytR: DVU0596−0.26
regulatory protein LytS: DVU0597−0.26

sensory box histidine kinase/response regulator: DVU3269−0.87
phenylacetic acid degradation protein PaaI: DVU0601−1.63

sensory box histidine kinase: DVU1418−1.69
L−lactate dehydrogenase: DVU0600−1.85

hypothetical protein: DVU2414−2.36
sensory box histidine kinase: DVU0025−2.44

transcriptional regulatory protein zraR: DVU3381−2.45
sensor protein ZraS: DVU3382−2.45

DNA−binding response regulator: DVU2588−3.43
hypothetical protein: DVU3036−3.45
hypothetical protein: DVU0234−4.16
hypothetical protein: DVU0235−4.16
hypothetical protein: DVU0370−4.31
hypothetical protein: DVU0233−4.62

rmate dehydrogenase formation protein FdhE, putative: DVU0577−5.54
rmate dehydrogenase accessory protein FdhD, putative: DVU0578−5.54

uanine dinucleotide biosynthesis protein A, putative: DVU0579−5.54
molybdenum cofactor biosynthesis protein A: DVU0580−5.54

log10(P) upstream meme1 2 log10(P.clust)=−3.13; 20 seqs; 14 uniq
c(0.5, 2.5)
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