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Cluster: 0280 dvu; resid: 0.46; r/c: 23/371

x.range

upstream meme PSSM #1; e=23

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=110

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU0309DVU0308

DVU0173
DVU0172

DVU2806

DVU2805

DVU2807DVU2804DVU3290

DVU3291
DVU3292

DVU0251

DVU0186

DVU2560

DVU0250

DVU2802
DVU2563

DVU2562

DVU2803

DVU1169

DVU2110

DVU3312

DVU2510

string
operons −200 −100 −1

hypothetical protein: DVU2803−0.05
metallo−beta−lactamase family protein: DVU2804−0.05

beta−ketoacyl synthase, putative: DVU2563−0.08
iron−sulfur cluster−binding protein: DVU0172−0.13

thiosulfate reductase, putative: DVU0173−0.13
hypothetical protein: DVU0186−0.33
hypothetical protein: DVU2560−0.50

acyl carrier protein, putative: DVU2562−0.50
transcriptional regulator, GntR family: DVU2802−0.60

methyl−accepting chemotaxis protein: DVU1169−0.90
L−lactate permease: DVU2110−2.84
hypothetical protein: DVU0250−3.13
hypothetical protein: DVU0251−3.13
hypothetical protein: DVU3290−3.81

thase, iron−sulfur cluster−binding subunit, putative: DVU3291−3.81
pyridine nucleotide−disulfide oxidoreductase: DVU3292−3.81

cobalamin synthesis protein/P47K family: DVU2805−4.50
MotA/TolQ/ExbB proton channel family protein: DVU2806−4.50
biopolymer transport protein, ExbD/TolR family: DVU2807−4.50

penicillin−binding protein: DVU2510−6.10
hypothetical protein: DVU3312−6.20
hypothetical protein: DVU0308−13.69

transcriptional regulator, LysR family: DVU0309−13.69
log10(P) upstream meme1 2 log10(P.clust)=−3.35; 23 seqs; 15 uniq

c(0.5, 2.5)
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