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Cluster: 0279 dvu; resid: 0.58; r/c: 30/360

x.range

upstream meme PSSM #1; e=1.4

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=150

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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DVU3313

DVU1331

DVU2657

DVU1333

DVU2649
DVU2648

DVU0564

DVU1145
DVU1801

DVU2004

DVU2956

DVU0035

DVU0163

DVU0999

DVU1016

DVU1181

DVU1689

DVU1701

DVU1760

DVU1905
DVU2264

DVU2654

DVU2669
DVU2675

DVU2727

DVU2969DVU3083

DVU3327

string
operons −200 −100 −1

hypothetical protein: DVU3083−0.05
DNA−binding response regulator, LuxR family: DVU2675−0.10

hypothetical protein: DVU1905−0.16
multidrug resistance protein, Smr family: DVU3327−0.27

hypothetical protein: DVU0035−0.55
hypothetical protein: DVU1689−0.57
response regulator: DVU1181−0.77

transcriptional regulator, LysR family: DVU1331−0.84
hypothetical protein: DVU1333−0.84
hypothetical protein: DVU2669−0.85
hypothetical protein: DVU2264−1.02
hypothetical protein: DVU2654−1.06
lipoprotein, putative: DVU0163−1.42
hypothetical protein: DVU1801−1.43

acetoacetyl−CoA synthase: DVU2969−1.43
hypothetical protein: DVU2727−2.05

isopentenyl−diphosphate delta−isomerase: DVU1679−2.84
ribosomal−protein−alanine acetyltransferase: DVU1678−2.90

transcriptional regulator, LysR family: DVU3313−3.07
thio:disulfide interchange protein, putative: DVU0999−3.69

hypothetical protein: DVU1701−3.97
sigma−54 dependent transcriptional regulator: DVU2956−4.01

6−pyruvoyl tetrahydrobiopterin synthase, putative: DVU2657−4.51
hypothetical protein: DVU1016−5.49
hypothetical protein: DVU2648−5.87
hypothetical protein: DVU2649−5.87

transcriptional regulator, TetR family: DVU1760−6.23
hypothetical protein: DVU1145−11.10

ISDvu4, transposase, truncation: DVU0564−11.94
ISDvu4, transposase: DVU2004−11.94

log10(P) upstream meme1 2 log10(P.clust)=−3.23; 30 seqs; 28 uniq
c(0.5, 2.5)

11
 M

ar
 0

2 
17

:3
7:

51
 it

er
=

16
99

cM
on

ke
y 

V
er

si
on

 4
.8

.2
 d

vu


