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Cluster: 0276 dvu; resid: 0.37; r/c: 10/367

x.range

upstream meme PSSM #1; e=690
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upstream meme PSSM #2; e=2.6e+03
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DVUA0009 nifB
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ferredoxin, 2fe−2s: DVUA0010−1.52

nitrogen regulatory protein P−II: DVUA0013−1.52

nitrogenase cofactor biosynthesis protein NifB: DVUA0007−1.53

e cofactor biosynthesis protein NifE domain protein: DVUA0009−1.53

tail protein, putative: DVU0215−1.68

formamidase: DVU1164−9.77

hypothetical protein: DVU2710−9.85

major head subunit, putative: DVU2711−9.85

hypothetical protein: DVU2713−9.85

hypothetical protein: DVU2715−9.85

log10(P) upstream meme1 2 log10(P.clust)=−5.70; 10 seqs; 5 uniq
c(0.5, 2.5)
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